EAL51565

Methanococeus jannaschii MJ0732

Methanococcus jannaschii MJ0534

Desulfovibrio gigas ROO

0.50/49

0.98/41*

Metl cina acetivorans FPRA OR MA3743

Archaeoglobus fulgidus AF1520

Methanobacterium thermoautotrophicum FPRA OR FPAA
1.00/100
Methanobacterium thermoautotrophicum FPAA OR FPRA OR MTH1350

Yro—— Methanococcus jannaschii FPRA OR M.J0748

Methanobacterium thermoautotrophicum MTH220

Giardia lamblia
’—{1 00/100
1.00/100 Giardia lamblia FPRA

1.00/72

1.00/100

1.00/99

Spironucleus barkhanus FPRA

Moorella thermoacetica FPRA

Shigella flexneri NORV OR FLRD OR SF2733 OR S2924

Escherichia coli 0157 H7 NORV OR FLRD OR Z4018 OR ECS3566
l;T:C/Ij;-ichia coli O6 NORV OR FLRD OR C3265 C3266

Wééberichia coli NORV OR FLRD OR B2710

Salmonella typhimurium NORV OR FLRD OR STM2840
‘g:)l;;nonella typhi NORV OR FLRD OR STY2962 OR T2742

Vibrio vulnificus NORV OR FLRD OR VV21343

Vit vulniis

Anopheles gambiae

Clostridium tetani CTC01843

Fusobacterium nucleatum 2
4@0/100

1.00/100

Fusobacterium nucleatum FN0512
1.00/91

B:

acteroides thetaiotaomicron BT4126

Porphyromonas gingivalis

98/47*

Fusobacterium nucleatum 1

Pyrococcus abyssi FPRA OR PYRABO08880 OR PAB0596
1.00/100

Pyrococcus horikoshii PH1085

1.00/100

99/87

.74/53

1.00/95

1.00/100 Pyrococcus furiosus PF0751

L Thermotoga maritima TM0755

Methanosarcina acetivorans FPRA OR MA3381

1.00/100

Methanosarcina mazei MM3187
Archacoglobus fulgidus AF0167

1.00/100
0.67/33*

Pyrococcus furiosus PF0694

Thermoanaerobacter tengcongensis TTE1000

Wolinella succinogenes

0.56/12*

0.62/65

Methanobacterium thermoautotrophicum MTH157

’7clostridium tetani CTCO1875
1.00/100
\—Clostridium perfringens CPE0781

Synechocystis sp. DFA4 OR SLL0219

0.73/17+
Synechococcus elongatus DFA2 OR TLL1373

Anabaena sp. DFA4 OR ALL4444
Anabaena sp. DFA6 OR ALL3891

Anabaena sp. DFA5 OR ALL0177
sp. DFA3 OR SLL1521

Prochlorococcus marinus PMT2165
/58

Prochlorococcus marinus DFA3 OR PRO0044

Synechococcus sp. SYNW2368

0.91/3%

1.00/100

0.94/50

1.00/99

Clostridium tetani CTC01004

Chlorobium tepidum CT2285

4‘0.98/82

EAL51565

Rhodobacter capsulatus FPRA

Clostridium perfringens CPE0288

Clostridium perfringens CPE1014
0.5

Prochlorococcus marinus subsp. pastoris PMM0042
Gloeobacter violaceus 2

Prochlorococcus marinus PMT2164

0.91/41+

106750 Prochlorococeus marinus DFAT OR PRO0045

Synechococe SYNW2367

0.02/4% Prochlorococcus marinus subsp. pastoris PMMO0043

#3*———————— Gloeobacter violaceus 1

Synechocystis sp. DFA1 OR SLL0550

Anabaena sp. DFA1 OR ALL4446

Synechocystis sp. DFA2 OR SLL0217
Synechococcus elongatus DFA1 OR TLR1088
Anabaena sp. DFA2 OR ALL0178

Anabaena sp. DFA3 OR ALL3895

Clostridium acetobutylicum CAC1027

Clostridium acetobutylicum CAC2449



