EAL49488

Clostridium perfringens PFS OR CPE1398

1.00/98
Thermoanaerobacter tengcongensis DEOD OR TTE1752

0.81/11%
Oceanobacillus iheyensis OB2345
0.91/42

Bacillus cereus BC1463
1.00/100
0.98/8Bacillus anthracis DEOD OR BA1483

Listeria monocytogenes DEOD OR LMO1856
1.00/100

1007100 Listeria innocua DEOD OR LIN1970
Shewanella oneidensis DEOD 2 OR SO1221
0.93/70 _@0
Salmonella typhi DEOD OR STY4921 OR T4613
0.81/85 Giardia lamblia PNPH
Bacteroides thetaiotaomicron BT4554
1.00/85
0.94/92 EAL49488
Pyrobaculum aerophilum PAE3111
0.59/81
0.95/51 Aeropyrum pernix APE2105

Halobacterium sp. UDP2 OR VNGO0893G
1.00/100
Streptococcus pyogenes Streptococcus pyogenes UDP OR SPY1869 OR SPYM18 1933 OR SPYM3 1613 OR SPS0254

Begptococcus agalactiae UDP OR SAG2072

1.00/98treptococcus agalactiae GBS2026

1.00/486— Clostridium perfringens UDP OR CPE0387

—0.62/21%
L Treponema pallidum UDP OR TP1027

Vibrio vulnificus VV12064
0.89/55

Vibrio parahaemolyticus VP0960
1.00/100

100|; Vibrio cholerae VC1034
1.00/100

ibrio cholerae UDP
Shewanella oneidensis UDP OR S04133

r1e0/98 Haemophilus influenzae UDP OR HI0280
1.00/99
Pasteurella multocida UDP OR PM1572

Yersinia pestis UDP OR Y0444
%@éé?*ioo
Yersinia pestis and Yersinia pseudotuberculosis UDP OR YPO3786

_ﬂ&]%gsiella aerogenes UDP

'— Klebsiella pneumoniae UDP
bSatsaonella typhimurium andSalmonella typhi UDP OR STM3968 OR STMD1.21 OR STY3591 OR T3329

Escherichia coli UDP OR B3831
Escherichia coli 0157 H7 UDP OR Z5353 OR ECS4761
Shigella flexneri UDP OR S3845

Shigella flexneri UDP OR SF3909
0.5



