EAL46399

—10.73,

Streptococcus mutans DEOC
Stegstococcus mutans DEOC OR SMU.1123

—1.00/92 L Streptococcus mutans

Streptococcus pneumoniac DEOC OR SPR0745
Bacillus anthracis DEOC OR DRA OR BA1892
1.00/98

Bacillus cereus DEOC OR BC1820

Oceanobacillus iheyensis DEOC1 OR DRA OR OB1963

o
0.96/26

4(:]%01‘0000&15 faecalis DEOC OR EF0174
0.53/24%
Clostridium tetani CTC01994

Thermoplasma volcanium DEOC OR TV0176 OR TVG0183359

1.00/96

0.95/7

1.00/95

—10.65/4*
1.00/96
1.00/99
0.53/37 Pyrobaculum aerophilum DEOC OR PAE1231
EAL46399
—lo.87/3*
Oceanobacillus iheyensis DEOC2 OR OB2751
Synechococcus elongatus TLR1079
1.00/98 Nostoc punctiforme
L fo.83/12* Gloeobacter violaceus
Bacteroides thetaiotaomicron BT4425

0.94/10%

Neuraspora crassa
Rhodopirellula baltica DEOC OR RB6729

0.55/35

Streptococcus agalactiae DEOC OR SAG2070
4{1.00/100
0.79 Streptococcus agalactiae GBS2024

Corynebacterium efficiens CE0401

Halobacterium sp. DEOC OR VNG1859G

Thermus thermophilus

Vibrio vulnificus 1

Mycoplasma gallisepticum
4‘1.00/35
Mycoplasma penetrans MYPE1170

Shigella flexneri DEOC OR SF4413 OR S4684

11.00/98
Klebsiella pneumoniae

Photorhabdus luminescens

1.00/67

Vibrio vulnificus DEOC OR VV11725
0.93/97

Lyui)i{]}p vulnificus 2
Vibrio parahaemolyticus DEOC OR VP2436

Chromobacterium violaceum

1.00/29%

Haemophilus ducreyi DEOC OR HDO0888

Coxiella burnetii DEOC OR CBU0017

Homo sapiens CGI 26
4(1,00/100

0.82/20

1.00/97

Mus musculus
0.96/59 1.00/98

0.77/54 L Caenorhabditis elegans FO9E5.3

1.00/90— Streptomyces avermitilis DEOC OR SAV3346

Porphyromonas gingivalis

[ Fe— Plasmodium falciparum PF10 0210

00/100
;Plasmodium yoelii yoelii

Yersinia pestis YPO3622 OR Y0247

Giardia lamblia

Giardia lamblia DEOC
0.5

Spironucleus barkhanus DEOC

Thermoplasma acidophilum DEOC OR TA0684

Aeropyrum pernix DEOC OR APE2437

Escherichia coli 0157 H7 DEOC OR 75983 OR ECS5340

Anopheles gambiae
00/ Drosophila melanogaster CG8525



