
Bacillus cereus BC4254

Bacillus anthracis METC 2 OR BA4481

Bacillus subtilis YJCJ

Bacillus halodurans METC OR BH1628

Listeria innocua LIN1787

Listeria monocytogenes LMO1679

Streptococcus pyogenes SPS0136

Streptococcus pyogenes METB OR SPYM3 0133

Streptococcus pyogenes SPYM18 0170

Streptococcus pyogenes METB OR SPY0172

Clostridium acetobutylicum CAC0391

Q8VZL8

Arabidopsis thaliana AT3G57050 OR F24I3.130

Solanum tuberosum CBL

Staphylococcus aureus METB 1

Staphylococcus aureus METB 2

Staphylococcus aureus METB 3

Staphylococcus aureus METB 4

Staphylococcus aureus METB OR SA0419

Staphylococcus aureus METB OR MW0415

Staphylococcus epidermidis SE2323

Oceanobacillus iheyensis METC OR OB1109

Bacillus subtilis YRHB

Bacillus anthracis METC 3 OR BA4600

Bacillus cereus BC4366

Clostridium acetobutylicum CAC0390

Clostridium acetobutylicum CAC0930

Helicobacter pylori METB OR HP0106

Helicobacter pylori J99 METB OR JHP0098

Enterococcus faecalis METC OR EF0290

Lactococcus lactis METC OR METB2 OR LL0781

Lactobacillus reuteri

Lactobacillus plantarum METC1 OR LP 0255

Rattus norvegicus CSE

Rattus norvegicus CTH

Mus musculus CSE

Mus musculus CTH

Homo sapiens

Homo sapiens CTH

Xenopus tropicalis

Caenorhabditis elegans F22B8.6

Caenorhabditis elegans ZK1127.10

Anopheles gambiae

Drosophila melanogaster EIP55E OR CG5345

Aeropyrum pernix APE1226

Halobacterium sp. CGS OR VNG0796G

Rhodococcus erythropolis PDR51 ORF2

Mycobacterium tuberculosis andMycobacterium bovis METB OR RV1079 OR MT1110 OR MTV017.32 OR MB1108

Corynebacterium efficiens METB OR CE2343

Corynebacterium glutamicum METB OR CGL2446

Streptomyces avermitilis METB OR SAV3305

Streptomyces coelicolor METB OR SCO4958 OR 2SCK31.18

Halobacterium sp. METB OR VNG1172G

Xanthomonas campestris METB OR XCC0598

Xanthomonas campestris UPTH

Xanthomonas maltophilia CYS1

Xanthomonas axonopodis METB OR XAC3602

Rhizobium loti MLL4503

Coxiella burnetii METC OR CBU2025

Pseudomonas aeruginosa PA0400

Photorhabdus luminescens

Thermoanaerobacter tengcongensis METC2 OR TTE1574

Caenorhabditis elegans C12C8.2

Pseudomonas putida METZ OR PP2001

Pseudomonas putida METZ

Pseudomonas syringae METZ OR PSPTO3810

Pseudomonas alcaligenes

Pseudomonas aeruginosa METZ OR PA3107

Chromobacterium violaceum

Nitrosomonas europaea METZ OR NE0700

Rhizobium etli METZ

Listeria innocua LIN0604

Listeria monocytogenes LMO0595

Oceanobacillus iheyensis OB3048

Bacillus halodurans BH2603

Thermoanaerobacter tengcongensis MET17 OR TTE2151

Methanosarcina acetivorans METY OR MA2715

Deinococcus radiodurans DR0921

Bacillus halodurans BH1736

Pseudomonas putida MDEA OR PP1308

Pseudomonas putida MEGL

Pseudomonas putida MDEA

Caulobacter crescentus CC3168

Porphyromonas gingivalis

Clostridium tetani CTC02530

Fusobacterium nucleatum MGL

Fusobacterium nucleatum FN1419

Trichomonas vaginalis MGL1

Trichomonas vaginalis MGL2

Shewanella oneidensis MDEA OR SO1812

Citrobacter freundii MEGL

Bacillus halodurans BH0799

Oceanobacillus iheyensis OB3046

Bacillus cereus BC4654

Bacillus anthracis MEGL OR BA4906

Thermoanaerobacter tengcongensis METC3 OR TTE1585

Methanosarcina acetivorans MGL OR MA2532

Methanosarcina mazei MM3085

Entamoeba histolytica METG 2

Entamoeba histolytica METG 1

EAL45332

1.00/100

1.00/100

0.98/53

1.00/6

1.00/39

1.00/92

1.00/51

1.00/17*

1.00/43

1.00/82

1.00/73

0.88/67

0.86/53

1.00/100

1.00/95

1.00/100

1.00/100

1.00/100

1.00/100

1.00/12*

0.99/86

1.00/100

1.00/100

0.76/83

0.99/80

1.00/100

1.00/59

1.00/98

1.00/95

1.00/67

1.00/100

1.00/100

1.00/73

0.56/3*

1.00/41

1.00/100

0.97/34*

1.00/100

1.00/100

1.00/100

1.00/100

1.00/100

1.00/100

1.00/100

1.00/91

0.82/33*

1.00/68

1.00/100

1.00/86

1.00/100

1.00/100

1.00/100

1.00/100

0.73/89

1.00/100

0.72/13*

0.86/100

0.98/63

0.89/39*

0.99/57

1.00/27

1.00/60

1.00/98

1.00/100

1.00/100

1.00/99

1.00/100

0.98/74

0.98/71

1.00/100

0.95/30*

0.96/19*

0.98/54

1.00/100

0.99/58

0.88/5*

1.00/12*

0.94/26

0.93/32

0.86/20*

1.00/27*

1.00/100

1.00/100

1.00/100

1.00/100

1.00/35

1.00/100

0.96/32

1.00/100

0.99/66

1.00/100

1.00/100

EAL45332

0.5


