
Vibrio vulnificus

Vibrio vulnificus VV11462

Vibrio parahaemolyticus VP2678

Vibrio cholerae VC2504

Haemophilus influenzae HI1556

Pasteurella multocida PM0559

Pasteurella trehalosi LDHA

Methylobacterium extorquens HPRA

Methylobacterium dichloromethanicum HPRA

Agrobacterium tumefaciens ATU5333 OR AGR PAT 476

Neisseria meningitidis NMA0274

Neisseria meningitidis NMB0029

Chromobacterium violaceum

Pseudomonas putida HPRA OR PP0762

Pseudomonas aeruginosa HPRA OR PA4626

Nitrosomonas europaea HPRA OR NE0101

Helicobacter pylori J99 JHP0088

Helicobacter pylori HP0096

Helicobacter hepaticus HH0178

Wolinella succinogenes

Campylobacter jejuni CJ0373

EAL42738

Entamoeba histolytica EHGDH

Fusobacterium nucleatum FN0965

Bacteroides thetaiotaomicron BT1207

AAQ66286

Clostridium acetobutylicum CAC2945

Shewanella oneidensis HPRA OR SO3631

Clostridium tetani CTC00844

Clostridium acetobutylicum CAC0089

Methanosarcina acetivorans HPRA OR MA1334

Bifidobacterium longum BL1568

Bacteroides thetaiotaomicron BT1575

Zymomonas mobilis DDH

Agrobacterium tumefaciens LDHA OR ATU3870 OR AGR L 1952

Paramecium bursaria chlorella virus 1 A53R

Aquifex aeolicus LDHA OR AQ 727

Streptomyces avermitilis SERA OR SAV2730

Streptomyces coelicolor SERA OR SCO5515 OR SC8D9.27

Corynebacterium glutamicum CGL1284

Corynebacterium efficiens CE1379

Clostridium tetani CTC00694

Deinococcus radiodurans DR1291

Arabidopsis thaliana

Oryza sativa OSJNBB0059K02.15

Brucella suis SERA 1 OR BR1685

Brucella melitensis BMEI0349

Bradyrhizobium japonicum SERA OR BLL7401

Prochlorococcus marinus SERA OR PRO1436

Anabaena sp. ALR1890

Methanosarcina mazei MM1753

Staphylococcus epidermidis SE1401

Aquifex aeolicus SERA OR AQ 1905

Archaeoglobus fulgidus SERA OR AF0813

Bacillus halodurans BH1602

Methanopyrus kandleri MK0297

Methanobacterium thermoautotrophicum SERA OR MTH970

Pasteurella multocida SERA OR PM1671

Haemophilus influenzae SERA OR HI0465

Pseudomonas syringae SERA OR PSPTO5294

Brucella melitensis BMEII0813

Leishmania major D3PGDH

Leptospira interrogans SERA OR LA1911

Clostridium perfringens SERA OR CPE0054

Sulfolobus tokodaii ST1218

Sulfolobus solfataricus SERA 1 OR SSO0905

Thermotoga maritima TM1401

Pyrococcus horikoshii PH1387

Pyrococcus abyssi SERA LIKE OR PYRAB07610 OR PAB0514

Pyrococcus furiosus PF1394

Oceanobacillus iheyensis OB2844

Agrobacterium tumefaciens SERA OR ATU5328 OR AGR PAT 470

Bacillus coagulans

Xenopus laevis 1

Xenopus laevis 2

Anopheles gambiae

Drosophila melanogaster CG31674 OR CG9332

Oceanobacillus iheyensis OB2357

Staphylococcus epidermidis SE0622

Bacillus halodurans BH3314

Pseudomonas putida PP1261

Pseudomonas syringae PSPTO1215

Pseudomonas putida KGUD OR PP3376

Bacillus anthracis BA5135

Bacillus cereus BC4903

Bacillus subtilis YVCT OR BSU34680

Pyrococcus furiosus PF0319

Pyrococcus horikoshii PH0597

Thermococcus litoralis GR

Aeropyrum pernix APE1831

Thermoanaerobacter tengcongensis LDHA2 OR TTE1946

Brucella suis BR2177

Brucella melitensis BMEI1952

Staphylococcus aureus SAV2305 OR SA2098

Staphylococcus epidermidis SE1879

Bacillus cereus BC1415

Listeria innocua LIN0070

Listeria monocytogenes LMO0078

Lactobacillus plantarum SERA2 OR LP 0785

Streptococcus agalactiae SAG1806

Pyrococcus abyssi PYRAB15280 OR PAB1008

Thermoanaerobacter tengcongensis LDHA OR TTE1943

Streptomyces coelicolor SCO3478 OR SCE65.14C

Oceanobacillus iheyensis OB2819

Streptomyces avermitilis SAV7481

Thermoplasma volcanium TV1222 OR TVG1257432

Thermoplasma acidophilum TA0779

Archaeoglobus fulgidus AF1779

Aeropyrum pernix APE2507
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