EALS50997

0.5

EAL50997

0.63/23*

—11.00/98

- Xanthomonas axonopodis XAC1204
0.80/48
ﬁo)/(l%lathomonas arboricola pv. juglandis PEP1

L Xanthomonas campestris XCC1105

1.00/100

Xylella fastidiosa PD1300
1.00/100

Xylella fastidiosa XF2260

LODALOO _ raulobacter crescentus CC1986

——— Shewanella oneidensis SO2223

Trichophyton schoenleinii DPPV
0.99/87

lz%lét/%gderma benhamiae DPPV
Trichophyton rubrum DPPV

1.00/96

L 1{1.00/100

1.00/100

1.00/100

1.00/100

Aspergillus fumigatus
AEO /100

Aspergillus oryzae

Schizosaccharomyces pombe SPBC1711.12

Entamoeba dispar DPP
1.00/100

Entamoeba histolytica DPP

1.00/100

Giardia lamblia

.00/100

Pyrococcus abyssi PYRAB15980 OR PAB1300
4|1
Pyrococcus horikoshii PH0863

0.71/58

Thermoanaerobacter tengcongensis DAP2.2 OR TTE2342
1.00/100

Fusobacterium nucleatum FN1128

1.00/100

1.00/ri—— Pyrobaculum aerophilum PAE1002

1.00]

Oceanobacillus iheyensis OB1081

0.51/33* 1.00/99
— Bacillus subtilis YUXL OR BSU32230

100

Bacillus anthracis BA0165

Halobacterium sp. YUXL OR VNG2302G

Shewanella oneidensis SO4537

Bacteroides thetaiotaomicron BT0587



