EAL50325

Staphylococcus aureus NASD OR SA2188 OR MW2322
1.00/100

0'91%9phylococcus aureus NASD OR SAV2400

“St@phylococcus epidermidis SE1978

Staphylococcus carnosus NIRB

0.67/32%

Bacillus subtilis NASD OR NIRB OR NASBC OR BSU03300
1.00/93

0.58/31 Bacillus subtilis NASB OR NASBA OR BSU03320

Bacillus halodurans NASD OR BH0613

1.00/95 Pseudomonas chlororaphis
0.61/26%
10 /gg’seudomonas syringae PSPT02302

1.0o71doseudomonas aeruginosa NIRB OR PA1781

1.00/100 L.00/03 Xanthomonas campestris NASD OR XCC2007

— Agrobacterium tumefaciens NIRB OR ATU3902 OR AGR L 1891
L—1{1.00/80

050755 Bradyrhizobium japonicum BLR2808

Aquifex aeolicus NIRB OR AQ 206

Thermotoga maritima TM0395

1.00/100

Archaeoglobus fulgidus AF0951

Mycobacterium bovis MB1900C
1.00/100

Mycobacterium tuberculosis RV1869C OR MTCY359.04 OR MT1918

1.00/100

1.00/100

Corynebacterium glutamicum CGL2709

1.00/100

1.00/94 L Microscilla sp. PRE1

0.80,/32% Sulfolobus solfataricus TODA OR SS0O1225

1.00/100 o845 EAL50325

— Clostridium tetani CTC02521
1.00/100

Clostridium perfringens CPE1014

-1.00/95 Methanococcus jannaschii MJ0649
—11.00/98

L00j95 Methanobacterium thermoautotrophicum MTH1354

Methanopyrus kandleri MKO0881

- Pyrococcus furiosus PF1532
—Pyrococcus horikoshii PH1509

L Pyrococcus abyssi PYRAB06600 OR PAB1931
0.5



