EAL51149

Streptococcus pyogenes SPYM3 0772 OR SPS0972

0.96/62
,%%Iﬁggococcus pyogenes SPY1111

Streptococcus pyogenes SPYM18 1073

1.00/100
Streptococcus agalactiae ADH OR SAG1637

1.00/100
Streptococcus agalactiae GBS1684

1.00/77
Streptococcus pneumoniae ADH OR SPR1866
1.00/100

1.00/100 Streptococcus pneumoniae SP2055

Staphylococcus epidermidis SE2098

1.00|

—10.66/37
Neisseria meningitidis NMB1395
Ralstonia solanacearum RSC0194 OR RS00626
0.96/100
treptomyces coelicolor SCO0179 OR SCJ1.28C

S
Streptomyces avermitilis SAV1272

1.00/:

1.00/100

N 1.00/89
58/32 Tropheryma whipplei ADH OR TWT326
4{1.00/100
Tropheryma whipplei ADH OR TW445

31
Bacillus subtilis YJMD

EAL51149
Bacteroides thetaiotaomicron BT4512
Alcaligenes eutrophus ADH

1.00/100
Pseudomonas aeruginosa PA2119

0.98/90

——10.99/58
Chromobacterium violaceum
1.00/95
Rhizobium meliloti RA0626 OR SMA1156
1.00/T00] -00/51
Phytomonas sp. ADU 2003 IPDH
Mycoplasma penetrans MYPE4620
Thermoanaerobacter brockii ADH
1.00/100 0.97/100
Loo/73 1_;[(‘1}956noanacrobactcr ethanolicus ADHB
1.00/98 Thermoanaerobacter tengcongensis TDH OR TTE0695
Clostridium beijerinckii ADH
1.00/100
Entamoeba histolytica ADH1
Trichomonas vaginalis
——1.00/62
Bifidobacterium longum BL1090
1.00/100
1.00/100 Streptococcus agalactiae SAG0428
Halobacterium volcanii
1.00/59 Caulobacter crescentus CC2837
0.99/43
Neuraspora crassa
Anabaena sp. ALL5334
0.70/3p 0.88/45%
1.007700 Pseudomonas aeruginosa PA2158

Deinococcus radiodurans DR2279
Schizosaccharomyces pombe SPBC1198.01

Escherichia coli 0157 H7 YBDR OR Z0752 OR ECS0647
igolla flexneri YBDR OR SF0527 OR S0532

Ldisehsrichia coli YBDR OR B0608

1.00/100

1.00/74

1.00/100

Salmonella typhimurium YBDR OR STMO0615
{132;)1/111051101151 typhi YBDR OR STY0663 OR T2252
Pseudomonas putida PP3970
Xanthomonas axonopodis YBDR OR XAC3747
I‘ggz/uljot(;uomonas campestris YBDR OR XCC3703
Pseudomonas aeruginosa PA2188

Anabaena sp. ALR0895
Xanthomonas campestris FDH OR XCC1996

Anabaena sp. ALR0897

Gloeobacter violaceus

Deinococcus radiodurans DRA0005

Methylobacter marinus FDH

Rhodopirellula baltica FDH OR RB10733
Rhizobium meliloti RB0080 OR SMB20080

L—o.07/46
——1.00/100
—0.96/31
/100
Clostridium acetobutylicum CAC3375
Bacillus subtilis ADHB

Bacillus halodurans ADHB OR BH1829

Bacillus cereus BC3092
Bacillus anthracis ADHB OR BA3131
0.5



