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Caenorhabditis elegans C31C9.2

Prochlorococcus marinus SERA OR PRO1436
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Prochlorococcus marinus subsp. pastoris SERA OR PMM1354

Prochlorococcus marinus SERA OR PMT1431
Synechococcus sp. SERA OR SYNW0533
Synechocystis sp. SERA OR SLL1908
Anabaena sp. ALR1890
Synechococcus elongatus SERA OR TLR0325

Methanosarcina acetivorans SERA OR MA0592

Methanosarcina mazei MM1753

Staphylococcus epidermidis SE1401

Oceanobacillus iheyensis SERA OR OB2626
Archacoglobus fulgidus SERA OR AF0813
Thermoanaerobacter tengcongensis SERA2 OR TTE2613
Clostridium tetani CTC00694
Deinococcus radiodurans DR1291
Streptomyces coelicolor SERA OR SCO5515 OR SC8D9.27
Streptomyces avermitilis SERA OR SAV2730
Campylobacter jejuni SERA OR CJ0891C
Aquifex aeolicus SERA OR AQ 1905
Methanopyrus kandleri MK0297
Methanobacterium thermoautotrophicum SERA OR MTH970
Methanococcus jannaschii SERA OR MJ1018
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Escherichia coli

Bacillus anthracis BA3320

L1.nn/ 100

Bacillus cereus BC3248

Bacteroides thetaiotaomicron BT1152
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Neisseria meningitidis NMA(0274
Clostridium acetobutylicum CAC0089

Oceanobacillus iheyensis OB2844



