EAL43678

Proteus inconstans TNAA OR TNA
1.00/100

— Proteus vulgaris TNAA

0.98/46

Vibrio parahaemolyticus TNAA O
0.98/72

Enterobacter aerogenes TNAA

o0/ 100
RO Photorhabdus luminescens subsp

Chromobacterium violaceum tnaA

Haemophilus influenzae TNAA
0.91/80

asteurella multocida TNAA OR

1.00/100

Escherichia coli O157 H7 TNAA
1.00/100

—10.98/17*
[Vibrio vulnificus YJ016 VVA132

1.00/100
Vibrio cholerac TNAA OR VCAO016

Thermoanaerobacter tengcongens

Citrobacter freundii TPL
1.00/100

—0-65/52 1.0§§Sgerichia intermedia TPL
Erwinia herbicola TPL OR TUTA
Clostridium tetani TPL OR CTCO
1.00/9 Fusobacterium nucleatum subsp.
0.97/74 100/100 Pasteurella multocida TPL OR P
Symbiobacterium sp. TPL
4l1.00/100
Symbiobacterium thermophilum T
Porphyromonas gingivalis PG140
T 1.00/100
L {0.66/17* Bacteroides thetaiotaomicron B
Clostridium tetani TNAA OR CTC
0.99/45
Fusobacterium nucleatum FN1943

1.00/100

EAL43678

Rhodobacter capsulatus TNAA
Aeropyrum pernix TNAA OR APE12

Halobacterium sp. TNAA OR VNG2
0.2



