EAL45528

Eucommia ulmoides EUGGPS.

for1/s
Cistus incanus subsp. creticus GGPPS1
L00/100

Arabidopsis thaliana AT2G18640
1.00/100

Arabidopsis thaliana GGPS2

Synechococeus elongatus CRTE OR TLL0020
1.00/100
Synechococeus clongatus CRTE

. Cyanophora paradoxa CRTE

Clostridium perfringens CPE1820
o007
Clostridium tetani CTCO1577

Clostridium acetobutylicum CAC2080

ISPA OR TTE1206

Bacillus subtilis YQID OR BSU24280

1.00/99

Bacillus anthracis ISPA OR BA4402

ulobacter crescentus CC2069
melitensis BMEIO270

o Chlamydia trachomatis ISPA OR CT628

L Chlamydia muridarum TC0917

Rhodopirellula baltica GGPP OR RB2144

Sulfolobus shibatae GPS
1.00/100

Sulfolobus solfataricus GDS OR GDS 1 OR $500061 OR C05010 OR €05 049

Sulfolobus tokodaii ST2058
GDS

oos/20 Sulfolobus acidocald
Aeropyrum pernix APEI764
100100

Aeropyrum pernix FGS

sy

Methanopyrus kandleri ISPA OR MK0774

I Methanobacterium thermoautotrophicum IDSA
4‘. 00/100
Methanobacterium thermoautotrophicum IDSA OR MTH50

Methanococcus jannaschii IDSA OR MJ0S60

Corynebacterium efficiens CE2067
1.00/100

Corynebacterium glutamicum CGL2172

Thermoplasma volcanium TV0264 OR TVGO276764

1007100

1.00/00

Thermoplasma acidophilum TA1313

sonze

—toeine

JAL5528

Archacoglobus fulgidus AF2286
100/100
Archacoglobus fulgidus GPS

o80/32
Halobacterium sp. IDSA OR VNG1150G
Methanosarcina mazei MM1767

Methanosarcina acetivorans IDSA OR MA0G0G

Bacteroides thetaiotaomicron BT2058

Looja
Porphyromonas gingivalis

o.70/3%
Chlorobium tepidum CT0256

os0/140

clongatus
Pyrococeus abyssi PYRAB09140 OR PAB2359
| SsPyrococeus furiosus PF1102

Pyrococeus horikoshii PH1072

Pyrococcus kodakaraensis IDSA

Streptomyees avermitilis HOPB OR SAV1651
L0100
Streptomyces coclicolor SCO6763 OR SC6A5.12

Streptomyces avermitilis IDSB OR SAV3006

Lo

CJ0541

I 7 volcanium TV1084 OR TVG1113858

os/15

Escherichia coli O157 HT ISPB OR Z4550 OR ECS4066
Bsvherichia coli andShigella flexneri ISPB OR CEL OR B3187 OR $F3227 OR $3145

1 bBsoherichia coli O6 ISPB OR C3945
| 0574 Salmonella typhi andSalmonella typhimurium ISPB OR T3222 OR STM3305 OR STY3484
Yersinia pestis ISPB OR YPO3513 OR Y0671
0.99/5

Photorhabdus luminescens

Haemophilus influenzac ISPB OR HI0S81

\’ ibrio parahaemolyticus VP0327
D ibrio vulnificus 2

Vibrio cholerae VC0131
Shewanella oneidensis ISPB OR S03653

Bordetella bronchiscptica CEL OR ISPB OR BBO0316

l0.06/13

iBorustella parapertussis CEL OR ISPB OR BPP0313

o9o/76 L Bordetella pertussis CEL OR ISPB OR BPO751

Ralstonia solanaccarum ISPB OR RSC2823 OR RS00252

Neisseria meningitidis NMA2161 OR NMB0326
1.00/75
Chromobacterium violaceum 1

Nitrosomonas europaca ISPB OR NE1915

lo.76/5

Preudomonas putida ISPB OR PPOGST
_Pscudomonas sp. BG3SR

Pseudomonas syringae ISPB OR PSPTO0796
Pseudomonas acruginosa ISPB OR PA4569

Brucella suis BRO401

o0/100

L lorees

1.00/100
Birucella melitensis BMEI1532

.05,
Rhizobium loti MLR7426
L00/100

[—Rhizobium meliloti ISPB OR R00846 OR SMC00860
L Agrobacterium tumefaciens ISPB OR ATU0G34 OR AGR C 1125

lo.63/350
Paracoceus zeaxanthinifaciens DDSA

Gluconobacter oxydans DDSA

L orom

Rickettsia sibiri
52799

| obRigkettsia conorii ISPB OR RCO724

Rickettsia prowazekii RPAT9

hlorobium tepidum CT1206

lo.01/06

4,7 Heliobacillus mobilis

Synechococens elongatus SDS OR TLRI757

oo/ Anabaena sp. SDS OR ALR009G
Vibrio vulnificus 1

Enterococeus faccalis EF2057

[o.00/0
Streptococcus agalactiae GBSI1783

100705
Lactococeus lactis PREA OR LLO1S1

Enterococcus faccalis EF3260

epidermidis SE1157

L00/100

[T\Qplu ym
Corynebacterium glutamicum CGLO4T3
Corynebacterium efficiens CE0483

Mycobacterium leprae ML2277

Myecobacterium bovis GRCC1 OR MB0577
Mycobacterium tuberculosis GRCC1 OR RV0362 OR MTCY25D10.41 OR MT0588
s

Streptomyces avermitilis GRCC OR SAV4864
4@,“;9
Streptomyces coclicolor SCO45

Tropheryma whipplei GRCC OR TWT054

OR SCD20.01

whipplei TWO064

violaceum 2



