EAL48587

Bacillus subtilis SAT OR BSU15590
Bacillus subtilis YITA OR BSU10920
AT OR BA1441

lus anthracis

20 Bacillus halodurans BH1487
Bacillus halodurans BH3386

Anabacna sp. ALL5138
10.84/56

| gnechococeus elongatus TLL1044
Synechocystis sp. SAT OR SLR1165

0.50/22

Gloeobacter violaceus
Staphylococeus epidermidis SE2175
0.07/60

Oceanobacillus iheyensis OB1659

Lactobacillus plantarum CYSD OR LP 1378

Chromatium vinosum SAT
00100
T e O Riftia pachyptila sulfur oxidizing endosymbiont SAT OR SOPT

Porphyra purpurea SAT

o5/
: EAL48587

Loo/ss

oo Entamocba histolytica

Chlorobium tepidum SAT OR CT0862

Deinococcus radiodurans SAT OR DRA0016
Pyrobaculum acrophilum PAE2609
L00/s6

Archacoglobus fulgidus SAT OR AF1667

——{085/47
1.00/56

Sulfolobus tokodaii ST2568

1.00/100

Sulfolobus solfataricus SAT OR $502912

1.00/56

Pyrococens abyssi SAT OR PYRAB11700 OR PAB1595
Thermus thermophilus SAT

Homo sapiens
{1 00/100
Mus musculus

L00/s5
pombe SAT1 OR SPBC23E6.08

1.00/28
AE10944

Emericella nidulans SC
0.80/3%
Aspergillus fumigatus SC

05/
SCT

ergillus ter

Loojst dsspergillus oryzac SCO OR AOSC

aporgillus niger SC
Lob/Penicillium chrysogenum APS

Neurospora crassa

Mucor circinelloides f. lusitanicus MET3

Cryptococeus neoformans 1

1007100

Cryptococeus neoformans 2

Candida albicans MET3

Saccharomyces cerevisiae MET3 OR YJROIOW OR J1436

7.08C OR SPBC28F2.01C

Schizosaccharomyces pombe ASP1 OR SPBC:
Coxiella burnetii CBU0700

Aquifex acolicus SAT CYSC OR AQ 1081
rmechococeus sp. CYSD OR SYNW0304

0.92/36
Brochlorococcus marinus CYSD OR PMT1799

l0.87/48

00/79

coccus marinus MET3 OR PRO0256

Chlany reinhardtii ATS1
subsp. pastoris CYSD OR PMM0227

—{1oo/s1 1

Mus musculus PAPSS2
1.00/100

| Mpss musculus PAPSS2 OR ATPSK2

ojayia porcellus
1lsokbomo sapiens PAPSS2 OR ATPSK2
Xenopus laevis

/14
Homo sapiens PAPSS1 OR PAPSS OR ATPSK1

95,

¢ ofhusculus PAPSST OR PAPSS OR ASAPK OR ATPSK1
Cavia porcellus PAPSS1 OR PAPSS OR ATPSK1

10079

TBrachydanio rerio
Urechis caupo

1.00/46
Ciona intestinalis CI ASAK

—100/4|

j0.98/70
Drosophila melanogaster PAPS OR CG8363 1

Drusophila melanogaster PAPS OR CG8363 2

voyaProsophila PAPS OR CG8363 3
Acdes acgypti PAPS
0.00/55

Anopheles gambiac

egans T14G10.1

Caenorhabditis el
Arabidopsis thaliana ASA1 OR MET3 1 OR APS2 OR F6F9.2
drwibidopsis thaliana 4

Apapicopsis

haliana AT1G19920

o.dsfzs
sica oleracea var. botrytis ASBI

Br:
o 7{00/99
Brassica oleracea ASBO

Oryza sativa OSINBBO0GOM15.5

za sativa
1.00/97
| Qryza sativa OSINBBO03GF07.7

Zea mays
3
Allium cepa 1
00/
05 Allium cepa 2
Solanum tuberosum ME

@,m

Solanum tuberosum STMETS 1

ol /28

Glycine max

Brassica juncea ATP!
<E 00/o5

Arabidopsis thaliana APS4 OR AT5G43780
Arabidopsis thaliana APS3

5

Arabidopsis thaliana AT4G14680
Arabidopsis thaliana 1
Arabidopsis thaliana 2

L0078
Arabidopsis thaliana F5N5.6 OR AT3G22890 F5N5.6 OR AT3G22890

Arabidopsis thaliana 3

|- Brassica napus LSC680

Brassica juncea ATPSG
10



