
Bradyrhizobium japonicum DFP OR BLL0759

Bradyrhizobium japonicum DFP

Agrobacterium tumefaciens DFP OR ATU0316 OR AGR C 552

Rhizobium meliloti DFP OR R00358 OR SMC01161

Rhizobium loti MLR3167

Brucella suis COABC OR BRA1064

Caulobacter crescentus CC3712

Zymomonas mobilis DFP

Deinococcus radiodurans DR0579

Rhodopirellula baltica RB7087

Xylella fastidiosa DFP OR PD0118

Xylella fastidiosa XF0149

Xanthomonas axonopodis DFP OR XAC3914

Salmonella typhimurium DFP OR STM3730

Shigella flexneri DFP OR S4090

Yersinia pestis DFP OR Y0093

Wigglesworthia glossinidia brevipalpis DFP OR WIGBR4020

Vibrio vulnificus VV10828

Vibrio parahaemolyticus VP0181

Vibrio cholerae VC0215

Shewanella oneidensis DFP OR SO4249

Pseudomonas syringae COABC OR PSPTO0085

Pseudomonas aeruginosa DFP OR PA5320

Pseudomonas putida COABC OR PP5285

Pasteurella multocida DFP OR PM1153

Haemophilus influenzae DFP OR HI0953

Haemophilus ducreyi DFP OR HD0733

Coxiella burnetii COABC OR CBU0886

Bordetella bronchiseptica DFP OR BB2170

Ralstonia solanacearum DFP OR RSC2461 OR RS01144

Nitrosomonas europaea DFP OR NE1463

Neisseria meningitidis NMB1658

Synechococcus sp. DFP COABC OR SYNW0301

Prochlorococcus marinus DFP COABC OR PMT1802

Prochlorococcus marinus DFP OR PRO0258

Prochlorococcus marinus subsp. pastoris DFP COABC OR PMM0229

Anabaena sp. ALL3111

Synechocystis sp. DFP OR SLL0250

Synechococcus elongatus TLL2467

Fowlpox virus FPV114

Homo sapiens

Arabidopsis thaliana HAL3A OR AT3G18030 OR MBG14.2

Arabidopsis thaliana HAL3B OR AT1G48610 OR T1N15.24

Schizosaccharomyces pombe SPAC15E1.04

Thalassiosira

Corynebacterium efficiens CE1724

Corynebacterium glutamicum CGL1604

Mycobacterium tuberculosis andMycobacterium bovis DFP OR RV1391 OR MT1436 OR MTCY21B4.08 OR MB1426

Streptomyces coelicolor SCO1477 OR SC9C5.01C OR SCL6.34C

Tropheryma whipplei TW408

Methanosarcina mazei MM2283

Methanosarcina acetivorans DFP OR MA1280

Thermoplasma acidophilum TA0889

Thermoplasma volcanium TV1003 OR TVG1025493

Halobacterium sp. DFP OR VNG0572G

Pyrococcus horikoshii PH1444

Archaeoglobus fulgidus AF1645

Methanobacterium thermoautotrophicum MTH1216

Methanobacterium wolfei MTW1216

Methanococcus jannaschii MJ0913

Methanopyrus kandleri DFP OR MK0713

Aeropyrum pernix APE1959

Sulfolobus tokodaii ST0257

Sulfolobus solfataricus DFP OR SSO0210

Pyrobaculum aerophilum PAE1204

Thermotoga maritima TM1687

Listeria monocytogenes LMO1825

Listeria innocua LIN1939

Bacillus subtilis YLOI

Bacillus anthracis COABC OR BA4007

Bacillus halodurans DFP OR BH2510

Oceanobacillus iheyensis OB1504

Staphylococcus aureus SAV1211 OR SA1054 OR MW1094

Staphylococcus epidermidis SE0887

Lactobacillus plantarum DFP OR LP 1614

Bacteroides thetaiotaomicron BT1362

Chlorobium tepidum DFP OR CT0207

Aquifex aeolicus DFP OR AQ 815

Leptospira interrogans LA3936

Helicobacter pylori J99 DFP OR JHP0779

Helicobacter pylori HP0841

Campylobacter jejuni DFP OR CJ0822

Helicobacter hepaticus DFP OR HH1335

Clostridium tetani CTC01217

Clostridium perfringens CPE1746

Clostridium acetobutylicum CAC1720

Thermoanaerobacter tengcongensis DFP OR TTE1509

Fusobacterium nucleatum FN0711

Borrelia burgdorferi DFP OR BB0812

EAL49158

Streptococcus mutans MUTD

Enterococcus faecalis EF2656

Lactococcus lactis DFPA OR LL0572

Streptococcus pneumoniae SP1231

Streptococcus mutans DFP OR SMU.1075

Streptococcus agalactiae GBS1098

Streptococcus pyogenes SPS1062
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