EAL43201

Escheric
Escherichia coli MAEB OR B2463
Loo/100

Escherichia coli 06 C

088

lshiigella flexneri SF2505 OR 52656

Looj0

Yersinia pestis MAEB OR YPO3034
1.00/100
fersinia pestis Y1449

Photorhabdus lnminescens

[o.03/207

Chromobacterium violaceum

Neisseria meningitidis NMBOGTL
Loo/100

1.00/100

o033+

Rhizobium loti MLR5329
Brucella melitensis BMEI1802

oo2/s2

Caulobacter erescentus CC3519

Rickettsia conorii TME OR RC0507

Rickettsia prowazekii RP373

1

/100 Vibrio vulnificy
1.00/100
o +Yibrio vulnificus VV11361

7 Vibrio cholerac VC2681
Vibrio parahacmolyticus VP2767

Shewanella oncidensis SO4118

Psendomonas syringae PSPTO5134

oo seudomonas putida MAEB OR PP5085

l.50/25 Pseudomonas acruginosa PASG
Bacteroides thetaiotaomicron BT1969
100/100

Porphyromonas gingivalis
CAF09331

. Helicobacter hepaticns HE1004

1oo/10
Streptomyees avermitilis SAV5126

Rhodopirellula baltica RB307
Bacillus stearothermophilus

Anabacna sp. ALR4596

Synechocystis sp. ME OR SLRO721
Synechococcus elongatus TLL1440

Gloeobacter violacens

o057

Corynebacterium ghutamicum CGL300T
’—‘1 o0
o L€ ium melassecola MALE
Yoo/ o L Corynehacterinm effciens MALE OR CE2530
Streptomyces avermitilis SAV2981
O eptomces coclcolor SCO5261 OR 25071123
joas/16+ Streptococeus pyogenes SPYMIS 1072
L SiAtococcus pogencs SPYMS 0771 OR SPSO97L
o Streptococcus pyogenes SPY1LI0
T Streptococeus agalactine SAGIO1
100 Streptococcus agalactiae GBS 1906
_ Enterococcus faccalis EF1206
' [Streptococens bovis
Thermotoga maritima TMO542
Methanosareina mazei MM2632
Loo/100
Methanosarcina acetivorans MA1735
Bacillus halodurans BH3168
02722+
Oceanobacillus iheyensis OB2176
Bacillus cerons BC4604
- T U acilus andhracis BAdSIS
Bacillus subtilis YTSJ OR BSU20220
e Staphylococeus epidermidis SE1377
o Staphylococcus aurens SAVIT02 OR SA1521 OR MWI615
Bacillus anthracis BAS145
Oceanobacillus iheyensis OB3218
Lol . P it hlodurans BHG399
' - Bacillus cereus BCO5S0
Bl antheacis BAGSTS
—— Clostridium tetani CTCO0356
o Clostridium tetani CTCO2463
— Trichomonas vaginalis
L T " SFCA OR TTE2332
oo L Pyrococeus furiosus PF1026

coli O157 HT 23719 OR ECS3325

Salmonella typhi MAEB OR STY2709 OR T0387
Salmonella typhimurium MAEB OR STM2472

Haemophilus influenzac MAEB OR HI1245
Haemophilus ducreyi MAEA OR HD1247

Pasteurella multocida MDH 1 OR PM0002

Neisseria meningitidis MAEA OR NMAOSTO
Brucella melitensis BMEI0967

1 aoBrucella suis MAEB OR BRI017

Rhizobium meliloti DME OR R01837 OR SMC00169

Ralstonia solanacearnm MAEB2 OR RSC2
Xanthomonas axonopodis MAEB OR XAC3470
Bordetella bronchiseptica MAEB OR BB3673
Bordetclla pertussis MAEB OR BP1120
1.00/10kBordetella parapertussis MAEB OR BPP3221
Ralstonia solanaccarum MAEB1 OR RSC2123 OR RS03232
Bradyrhizobium japonicum TME OR BLR3726

Leptospira interrogans MAEB OR LAOIST

M R hizobium meliloti TME OR R00394 OR SMCO1126
Agrobacterium tumefaciens ATU3356 OR AGR L 2033

Streptomyees coclicolor SCO2051 OR SCES9.10C
0

Bradyrhizobium japonicum DME OR BLRA145
7 OR RS00050

Viis vinifera VVME2
— Flaveria pringlei MODA

L Avabidopsis thaliana AT2G19900 OR AT2G19900 F6F227
Aloe arborescens 1

oo/

Aloe arborescens 2

1.00/100

Zea

Zea mays MOD1 OR MEL

Enta

EAL13201

iocha histolytica

Pyrococeus abyssi PYRABOS30 OR PABI792
4‘1 007100
Pyrococeus horikoshii PH1275

Sulfolobus solfataricus SSO2860

Sulfolobus tokodaii STO114
Sulfolobus tokodaii ST0278
Thermoplasma voleanium TVO781 OR TVGO785282

100100
Thermoplasma acidophilum TAO36

1oo/ss Pyrobaculum acrophilum PAE1688

Acropyrum pernix APE0392

Archacoglobus fulgidus AF17:

Vibrio parahaemolyticus VP1258

4[%, 100
Vibrio vulnificus 2




