EAL51348

1.0C

0.99/21*

Shigella flexneri DCD OR, SF2129 OR. S2253
0.99/100

ls¢hgrichia coli DCD OR DUS OR PAXA OR B2065
grp@dmonella typhimurium andSalmonella typhi DCD OR STM2121 OR STY2334 OR T0751

Le7Yarsinia pestis DCD OR YPO1525 OR Y2645

0.98 Bglptorhabdus luminescens

Wigglesworthia glossinidia brevipalpis DCD OR WIGBR5370
1.00/74

Buchnera aphidicola DCD OR BBP102

1.00/43*

Haemophilus influenzae DCD OR HI0133
0.98/98

100 55 Fgsteurella multocida DCD OR PM0951

Haemophilus ducreyi DCD OR HD1661

Shewanella oneidensis DCD OR S02616

0.63/1* 0.73/49
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0.63/23*

Bradyrhizobium japonicum BLL5009

Methanopyrus kandleri DCD OR MKO0291

0.97/83

1.00/7

0.86/41

0.61/51

§-00/100

0.97/91

L—10.53/60

Halobact

0.5

Halovirus HF1

Mycobacterium bovis DCD OR MB0329

1%&;§€bacterium tuberculosis DCD OR RV0321 OR MT0336 OR MTCY63.26
Mycobacterium leprac DCD OR ML2507

Corynebacterium glutamicum DCD OR CGL2848

1.00/100

Corynebacterium efficiens DCD OR CE2663

Streptomyces avermitilis DCD OR SAV4464

Streptomyces coelicolor DCD OR SC03678 OR SCH35.46

Tropheryma whipplei DCD OR TWT787

Bifidobacterium longum DCD OR BL1512

Methanobacterium thermoautotrophicum DCD OR MTH1847

erium sp. DCD OR DTD OR VNG0245G

Clostridium histolyticum DCD

Bacillus halodurans DCD OR BH0368
Aquifex aeolicus DCD OR AQ 1607




