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0.92/20

0.54/1

Shigella boydii MANC
0.77/22*
Escherichia coli MANC OR RFBM
Shigella flexneri CPSB 1 OR SF

Salmonella montevideo MANC OR

Actinobacillus actinomycetemco

Vibrio cholerae RFBA OR VC0241

Klebsiella pneumoniae MANC

1.00/100

Escherichia coli RFBM

Yersinia pestis MANC

1.00/100

1.00/100 Yersinia pseudotuberculosis MA

Yersinia enterocolitica MANC

0.51/1*
—lo.og7rom—— Vibrio vulnificus YJ016 VV0352

Shigella boydii MANC 2

Salmonella typhi STY2293 OR RF
1.00/100

Salmonella typhimurium RFBM OR

1.00/100
Salmonella muenchen MANC OR RF

—o.02)e* Salmonella enterica MANC

Acromonas hydrophila MANC
4‘ 0.91/18%

Acinetobacter calcoaceticus EP

Pseudomonas fluorescens ALGA
1.00/77

Pseudomonas syringae ALGA OR P

1.007100

Pseudomonas putida ALGA OR PP1

1.00/100

Pseudomonas aeruginosa ALGA OR

Xanthomonas axonopodis XANB OR
1.00/99

%m\tl\omonab campestris XANB OR
Xylella fastidiosa XANB OR PD0

Nitrosomonas europaea NE2250

Rhodospirillum rubrum PSSM

0.90/14%
Chlorobium tepidum CT0309

Burkholderia pseudomallei MANC
1.00/100
Burkholderia mallei MANC

1.00/100

.90 Burkholderia thailandensis MAN
Methylobacillus sp. 128 EPSQ

Synechococcus sp. MANC OR SYNW
1.00/100

Prochlorococcus marinus MANC O

Acetobacter xylinus ACEF
1.00/{7%

Synecl elongatus TLROOL

Methylobacterium extorquens

Bradyrhizobium japonicum MANC

Caulobacter crescentus CC3618

ou/m0 Agrobacterium tumefaciens MANC
0.86/5% —10.94/59

Rhizobium sp. NOEJ OR Y4AJ
4‘1 00/67

Ruegeria sp. PR1b

Brucella suis BRA0347
1.00/100

Brucella melitensis BMEII0900

Rhizobium loti NOEJ

Chromobacterium violaceum manC

0.91/4%

99/22%

1.00/72

Coxiella burnetii RFBA OR CBUO

Pyrococcus horikoshii PH0925

0.83/62

1 (m/lr}"‘yrococcus abyssi MANC OR PYRA
Pyrococcus furiosus PF0589

Archaeoglobus fulgidus AF1097

1.00/88

’7M<>thanosarcina acetivorans RFB

{10020
98/16* Methanosarcina mazei MMO0660

Helicobacter pylori HP0043

96/19*

[1.0070s
\—Hclicubactcr hepaticus HHO675

Aquifex acolicus XANB OR AQ 58
Anabaena sp. ALR0188
Synechocystis sp. REBM OR SLL1

Deinococcus radiodurans DRA003

1.00/21*

Thermus thermophilus

Tropheryma whipplei MANC OR TW

—{n 73/14%

Thermotoga maritima TM1033

Leptospira interrogans RFBM1 O

Rhodopirellula baltica MANC OR

99/64

1.00/9 [0

7/t

Clostridium tetani CTC00265

EAL45076

Porphyromonas gingivalis manC

Bacteroides thetaiotaomicron B

Chlorobium tepidum CT2159

Clostridium acetobutylicum CAC

Clostridium perfringens CPE049



