EAL46421

Staphylococcus aureus SAV0824 OR SA0752.1 OR SAS020

1.00/100

1.00/96

0.97/69  Listeria innocua LIN1208
4‘1.00/100
Listeria monocytogenes LMO1244

1.00/100
Streptococcus mutans SMU.1105C
0-03/10 L Streptococcus mutans SMU.1106C
09928  (Clostridium perfringens GPMA OR CPE0083

Fusobacterium nucleatum FN0808

Listeria monocytogenes LMO0268
1.00/100
Listeria innocua LIN0293

Pasteurella multocida GPMB OR PM0634

—0.64/40

Clostridium tetani CTC02637
Bacillus cereus BC2029
Oceanobacillus iheyensis OB0337

Bacillus subtilis YHFR

Lactobacillus plantarum PGM6 OR LP 2170

Corynebacterium efficiens CE2133
1.00/100
Corynebacterium glutamicum RNHA OR CGL2236

1.00/99

Streptomyces coelicolor SC0O2299 OR SCC30.07C

0.88/57

—10-56/2 Synechocystis sp. SLL0395
Anabaena sp. ALL4906

Streptomyces avermitilis GPM2 OR SAV5481

4‘1.00/100
Streptomyces coelicolor SCO2576 OR SCC123.14C

1.00/97
Corynebacterium glutamicum CGL2350
Corynebacterium efficiens CE2254

Deinococcus radiodurans DR1393

Prochlorococcus marinus GPMB OR PRO0515
0.99/29%
100767 Prochlorococcus marinus subsp. pastoris COBC OR PMMO0515

0.83/15— Prochlorococcus marinus COBC OR PMT1252

0.5

1.00/100

1.087466— Synechocystis sp. GPMB OR SLR1124

L—— Anabaena sp. ALR3338

Streptomyces coelicolor SCO6218 OR SC9G1.08C
0.99/78
0.99798 Streptomyces avermitilis SAV2009

L— Streptomyces avermitilis SAV1772

1.00/100

Bacillus anthracis BA2076
- Bacillus cereus BC2059

Mycobacterium bovis GPM2 OR MB3240

Thermotoga maritima TM1374

Aquifex aeolicus PGMA OR AQ 1990
Thermoanaerobacter tengcongensis GPMB OR TTE1346
Arabidopsis thaliana T20E23 120

1.00/100
Arabidopsis thaliana F21E1 40

0.93/39*

Ralstonia solanacearum GPMB OR RSC0499 OR RS05023

Clostridium acetobutylicum CAC3021
—‘0.90 /41
EAL46421

Clostridium acetobutylicum CAC1385

Staphylococcus aureus MWO0778

Staphylococcus epidermidis SE0587

—(1.00/100
Mycobacterium tuberculosis ENTD OR RV3214 OR MT3310 OR MTCY07D11.12C



