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Streptococcus pneumoniae ABC NBD OR SPR0694
1.00/100

0.64/37% Streptococcus pneumoniae SP0786
Streptococcus mutans SMU.863

0.87/32%

Streptococcus agalactiae SAG1360
1.00/100

0.84/60

0.57/F*

— 0.

1.00/66

—0.79/30%

1.00/100

Streptococcus agalactiae GBS1430

Streptococcus pyogenes SPYM3 0564 OR SPS1290
4‘1.00/100

Streptococcus pyogenes SPY0837
Bacillus anthracis BA5496
Bacillus subtilis YKNY
0.69/23*
1.00/83 Bacillus halodurans BH3122

0.81/13*

L—— Oceanobacillus iheyensis OB0162

Rhizobium loti MLR1396
0.99/91

0.95/62 Agrobacterium tumefaciens ATU1816 OR AGR C 3334

0.78/8*

57/6%

Helicobacter hepaticus HH1857
Anabaena sp. ALR1507
1.00/89
1.00/47 Anabaena sp. ALR0447

Anabaena sp. ALL0439

1.00/98

Clostridium tetani CTC00485
Thermoanaerobacter tengcongensis PHNL2 OR TTE1199

Methanosarcina mazei MM0953

Methanosarcina acetivorans MA3957

Methanosarcina acetivorans MA3960

Methanosarcina mazei MM0950

Thermoanaerobacter tengcongensis PHNL OR TTE0257

Streptococcus pyogenes SPS1092
LStreptococcus pyogenes SPYM3 0892
1

00/100
tStreptococcus pyogenes SPYM18 1207

Streptococcus pyogenes SPY1257

0.67/7*

0.59/15

1.00/98

Bradyrhizobium japonicum BLL7988
0.67/70

0.55/82 Rhizobium meliloti RA0606 OR SMA1120

Chlorobium tepidum CT0953

Dictyostelium discoideum ABCH.1

L0007 EAL44346

Dictyostelium discoideum ABCH.2

ﬁ Pasteurella multocida PM0448

00/100
%Yerslma pestis YPO1946 OR Y2364

Thermoanaerobacter tengcongensis PHNL3 OR TTE2710

1

.00/98

0.93/3

0.58/53

Vibrio vulnificus LOLD OR VV12081

%Clmtrldlum tetani CTC01419
1 00/96

Clostridium tetani CTC01916

Vibrio parahaemolyticus VPA0224

rXanthomonas campestris TPTC OR XCC3912

00/100
LXanthomonas axonopodis TPTC OR XAC3996

Streptomyces avermitilis SAV3526

Methanosarcina mazei MM1608

Clostridium acetobutylicum CAC3560

Methanococcus jannaschii MJ1508

Archaeoglobus fulgidus AF1018

0.2

Archaeoglobus fulgidus AF1469

Sulfolobus solfataricus SSO0688 OR C10 042



