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Salmonella_typhi_STY3947_OR_-YIDA_OR_T3688

0.76/85

Salmonella_typhimurium_YIDA_OR_STM3831

1.00/100

Escherichia_coli_O157_H7_YIDA_OR_Z5188_OR_ECS4632

1.00/100

0.74/41 Escherichia_coli_Escherichia_coli_-O6_andShigella_flexneri YIDA_OR_B3697_OR_C4619_OR_SF3767_OR_S4004

Enterococcus_faecalis EF1142
Lactococcus_lactis_'YKIF_OR_LL1075
Oceanobacillus_iheyensis_OB2536
Streptococcus_pneumoniae_SP1245
Clostridium_perfringens_ CPE0613
Listeria_innocua_LIN0196

Salmonella_typhi STY4413_OR_T4123

Bacteroides_thetaiotaomicron_BT4699

1.00/100
Bacillus_anthracis_ BA5646

1083 ——— Thermoanaerobacter_tengcongensis COF_OR_TTE0477

0.98/28 Thermotoga_maritima_TM0651

Gloeobacter_violaceus

Clostridium_tetani_CTC00827
Oceanobacillus_iheyensis_ OB2747

Bacillus_anthracis_ BA2634
Bacillus_subtilis. YWTE

Bacillus_halodurans_BH0846

Oceanobacillus_iheyensis_OB3127

Clostridium_acetobutylicum_CAC0698
0.6%/310.62/31 0.52/18%
Clostridium_perfringens_ CPE1312
|1-00/92 Clostridium_perfringens_CPE0609

1.00/100 1.00/97 Clostridium_tetani_CTC00366

L Thermoanaerobacter_tengcongensis COF2_OR_TTE1766

EAL52001 XP_657387.1

Bacillus_halodurans_BH2906

— Corynebacterium_glutamicum_CGL2891

'— Corynebacterium_efficiens_CE2722
0.5



