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Staphylococcus aureus deoC2
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Trypanosoma bruzeii unknown

Trypanosoma cruzi unknown
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Giardia lamblia ATCC 50803 GLP
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Caenorhabditis briggsae CBG023

Trichomonas vaginalis unknown

Pyrococcus abyssi PAB1222
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Yersinia pestis deoC1
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Halobacterium sp. deoC

Pyrococcus kodakaraensis deoC
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Thermoproteus tenax deoC

Bdellovibrio bacteriovorus dra

Desulfotalea psychrophila DP19

Clostridium tetani deoC

Deinococcus radiodurans deoC

Vibrio vulnificus deoC1
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Propionibacterium acnes PPA121

Mesoplasma florum Mfl121

Mycoplasma mycoides deoC

Mycoplasma pulmonis deoC

Mycoplasma mobile deoC

Mycoplasma hominis deoC

Mycoplasma penetrans deoC

Ureaplasma parvum deoC

Neurospora crassa NCU07944.1

Treponema denticola deoC

Plasmodium falciparum PF10 021

Plasmodium yoelii yoelii PY022

Tetrahymena thermophila unknow

Caenorhabditis elegans F09E5.3

Drosophila melanogaster CG8525

Anopheles gambiae str. PEST EN

Gallus gallus RCJMB04 1j17

Mus musculus Dera

Homo sapiens DERA

Brachydanio rerio zgc 101610

Xenopus laevis LOC496174

Xenopus tropicalis MGC88940
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