
Streptococcus pyogenes spyM18

Streptococcus mutans SMU.788

Streptococcus thermophilus stu

Streptococcus pneumoniae spr09

Streptococcus agalactiae SAG06

Lactobacillus johnsonii LJ1698

Lactobacillus acidophilus LBA0

Staphylococcus aureus SA1713

Staphylococcus epidermidis SER

Enterococcus faecalis EF0728

Listeria monocytogenes lmo1751

Listeria innocua lin1863

Bacillus clausii ABC1101

Bacillus halodurans BH0687

Geobacillus kaustophilus GK034

Bacillus thuringiensis BT9727

Bacillus cereus BCE0363

Bacillus anthracis BA0333

Bacillus licheniformis yefA

Bacillus subtilis yefA

Oceanobacillus iheyensis OB076

Clostridium aceto2

Clostridium tetani CTC02481

Clostridium perfringens CPE036

Thermoanaerobacter2

Symbiobacterium thermophilum S

Geobacter sulfurreducens GSU14

Candida glabrata CAGL0K08360g

Saccharomyces cerevisiae TRM2

Kluyveromyces lactis KLLA0A056

Debaryomyces hansenii DEHA0D16

Yarrowia lipolytica YALI0F2019

Thalassiosira pseudonana unkno

Thermotoga maritima TM1094

Synechocystis sp PmgA

Synechocystis sp. sll1967

Synechococcus sp. syc1272 c

Synechococcus elongatus tlr094

Pyrococcus abyssi PAB0760

Pyrococcus horikoshii PH1259

Pyrococcus furiosus PF0827

Pyrococcus kodakaraensis TK111

Pyrococcus kodakaraensis TK213

Pyrococcus abyssi PAB0719

Pyrococcus horikoshii PH1137

Pyrococcus furiosus PF1172

Nanoarchaeum equitans NEQ053

Geobacillus kaustophilus GK035

Bacteroides fragilis BF2539

Bacteroides thetaiotaomicron B

Porphyromonas gingivalis PG109

Oryza sativa P0001B06.4

Arabidopsis thaliana At3g21300

Chlorobium tepidum CT0009

Desulfovibrio vulgaris DVU0924

Clostridium perfringens CPE211

Clostridium tetani CTC01941

Clostridium aceto1

EAL45220

EAL45208

Thermoanaerobacter1

Mimivirus MIMI R405

Trypanosoma bruzeii unknown

Trypanosoma brucei Tb927.1.305

Trypanosoma cruzi unknown

Leishmania major unknown

Trichomonas vaginalis unknown

Tetrahymena thermophila unknow

Xenopus laevis LOC495917

Rattus norvegicus Htf9c predic

Homo sapiens HTF9C

Brachydanio rerio zgc 55519

Anopheles gambiae str. PEST EN

Drosophila melanogaster CG3808

Mus musculus 4732479N06Rik

Pongo pygmaeus DKFZp469J1322

Homo sapiens OTTHUMP0000002366
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