
Candida glabrata CAGL0G01210g

Ashbya gossypii ACL190W

Kluyveromyces lactis KLLA0A024

Saccharomyces cerevisiae NIT3

Debaryomyces hansenii DEHA0C04

Yarrowia lipolytica YALI0B0735

Trypanosoma bruzeii unknown

Schizosaccharomyces pombe SPAC

Pongo pygmaeus DKFZp459J093

Homo sapiens NIT2

Xenopus laevis MGC82469

Brachydanio rerio NIT2

Tetrahymena thermophila 2

Anopheles gambiae 1

Anopheles gambiae 3

Schistosoma japonicum Hypothet

Anopheles gambiae 4

Drosophila melanogaster CG8132

Thalassiosira pseudonana unkno

Methanobacterium thermoautotro

Anopheles gambiae 2

Brachydanio rerio zgc 101630

Aspergillus oryzae NITB

Saccharomyces cerevisiae NIT2

Tetrahymena thermophila

Bdellovibrio bacteriovorus Bd0

Chromobacterium violaceum CV20

Anabaena sp. alr2001

uncultured alpha proteobacteri

Thermoplasma volcanium TVG1320

Thermoplasma acidophilum Ta120

Picrophilus torridus PTO0960

Sulfolobus tokodaii ST1018

Sulfolobus tokodaii ST1121

Gluconobacter oxydans GOX0551

Erwinia carotovora ECA0822

Thermoplasma volcanium TVG1026

Escherichia coli yafV

Escherichia coli O6 yafV

Escherichia coli O157 H7 yafV

Shigella flexneri yafV

Salmonella paratyphi

Salmonella typhimurium yafV

Salmonella typhi STY0353

Erwinia carotovora ECA3489

Yersinia pseudotuberculosis ya

Pseudomonas putida PP0859

Pseudomonas syringae PSPTO1441

Pseudomonas aeruginosa PA3797

Xanthomonas campestris XCC2217

Xanthomonas axonopodis XAC2321

Xylella fastidiosa PD1473

Francisella tularensis FTT1417

EAL44182

Bacteroides fragilis BF3114

Bacteroides thetaiotaomicron B

Porphyromonas gingivalis PG135

uncultured bacterium 439 EBAC7

Clostridium acetobutylicum CAC

Leptospira interrogans LIC1019

Bacillus licheniformis ykrU

Bacillus subtilis ykrU

Geobacillus kaustophilus GK095

Bacillus anthracis BA4253

Bacillus thuringiensis BT9727

Bacillus cereus BC4034

Listeria monocytogenes LMOf236

Listeria innocua lin0310

Streptococcus thermophilus stu

Streptococcus mutans cnhA

Lactobacillus plantarum lp 043

Bacillus halodurans BH1047

Bacillus clausii mtnU

Oceanobacillus iheyensis OB311

Staphylococcus epidermidis SER

Geobacter sulfurreducens GSU00

Halobacterium sp. VNG0936.3

Haloarcula marismortui nitA

Streptomyces coelicolor SCGD3.

Streptomyces avermitilis SAV43

Desulfotalea psychrophila DP15

Archaeoglobus fulgidus AF0115

Methanosarcina mazei MM0284

Helicobacter pylori J99 JHP029

Helicobacter pylori HP0309
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