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Bacillus halodurans BH3178

Bacillus cereus BCE4747

Bacillus thuringiensis 2

Bacillus anthracis BA4860

Geobacillus kaustophilus GK275

Listeria monocytogenes lmo1577

Listeria innocua lin1612

Staphylococcus aureus SA1529

Staphylococcus epidermidis SE1

Enterococcus faecalis EF1371

Methanobacterium thermoautotro

Symbiobacterium thermophilum S

Agrobacterium tumefaciens2

Rhizobium meliloti SMc01354
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Pyrobaculum aerophilum PAE2160

Desulfovibrio vulgaris DVU3308

Pyrococcus horikoshii PH1671

Pyrococcus abyssi PAB0339
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Pyrococcus furiosus Gene comp

Sulfolobus solfataricus C04023
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Aeropyrum pernix APE1117
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Fusobacterium nucleatum subsp.

Fusobacterium nucleatum FN1387
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Propionibacterium acnes PPA072

uncultured archaeon GZfos12E1

Archaeoglobus fulgidus AF2153

Bacteroides thetaiotaomicron B

Haloarcula marismortui rrnAC30

Mannheimia succiniciproducens

Pyrobaculum aerophilum PAE3189

Methanosarcina acetivorans1

Methanosarcina mazei MM1555
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Thermoplasma volcanium TVG0885

Picrophilus torridus PTO1118

Thermoplasma acidophilum Ta076

Methanosarcina acetivorans2

Methanosarcina mazei MM2300

Methanococcus jannaschii MJ116

Corynebacterium glutamicum cg1

Thermotoga maritima TM1162

Archaeoglobus fulgidus AF1265

Nanoarchaeum equitans NEQ378

Agrobacterium tumefaciens1

Rhizobium meliloti SMc02332

Streptomyces coelicolor2

Bacillus anthracis BA2247

Bacillus thuringiensis 1

Bacillus cereus BCZK2030

Bacillus stearothermophilus GS

Geobacillus kaustophilus GKA12

Bacillus halodurans BH3116

Methanosarcina acetivorans3

Bdellovibrio bacteriovorus Bd0

Gluconobacter oxydans GOX1702

Streptomyces avermitilis SAV18

Streptomyces coelicolor1
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